Many fungal species like Fusarium, Aspergillus and Penicillium are known to produce toxic secondary metabolites. These mycotoxins may affect health of humans and animals. In agriculture prevention concepts are used to reduce the formation of mycotoxins on the field and during storage.
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Despite these efforts mycotoxin contamination still occur and therefore strategies for deactivating such harmful substances in food and feed commodities are needed. While the adsorption approach has been scientifically proven for aflatoxins it has limitations for most of the other agriculturally relevant mycotoxins. Deactivation by microorganisms which detoxify mycotoxins either by biotransformation or degradation is an alternative strategy. During the past decades a few microorganisms were published which are able to degrade or cleave mycotoxins. The first was
Flavobacterium aurantiacum which is capable of degrading aflatoxins (Ciegler et al., 1966) . A lot of detoxification studies on trichothecenes using aerobic habitats but also rumen fluid and intestinal contents were performed in the eighties and nineties. A bacterium isolated from soil was able to detoxify trichothecenes, but unfortunately this strain lost its degradation activity (Karlovsky, 1999) . Our research group was able to isolate an anaerobic bacterium from ruminants (Binder et al., 2001 ). This strain belongs to the genus Eubacterium and is able to biotransform DON to the non-or much less toxic deepoxy-deoxynivalenol (Fuchs et al., 2002) . Microorganisms capable of detoxifying ochratoxin A (OTA) are Phenylobacterium immobile (Wegst and Lingens, 1983) and Acinetobacter calcoaceticus (Hwang and Draughon, 1994) . Recently, some reports on the OTA-detoxification capabilities of Aspergillus and Rhizopus fungi were published (e.g., Varga et al., 2000) . As none of these strains were suited for the development of an OTA-deactivating feed additive, we carried out a screening for OTA-detoxifying microorganisms. More than twenty OTA-cleaving microorganisms could be isolated. In a selection process a novel yeast strain characterised as Trichosporon mycotoxinivorans (MTV) turned out to have the best prerequisites for being used as an OTA-deactivating feed additive (Schatzmayr, et al., 2003; Molnar et al., 2004) . El-Sharkawy and Abdul-Hajj (1988) reported that the fungus Gliocladium roseum is capable to open the lacton ring of zearalenone (ZEA) resulting in detoxification. Rood and Duvick (1999) patented Rhodococcus erythropolis and Norcardia globulera as ZEA-degrading strains. Exophiala spinifera, Rinocladiella atrovirens and an aerobic bacterium (ATCC 55552) were the first isolates described for fumonisin (FUM) detoxification. We were also able to isolate several bacteria and yeast strains for the deactivation of FUM (unpublished data). For the use as mycotoxin detoxifying feed additive microorganisms have to fulfill several prerequisites: Metabolites formed have to be non-toxic; detoxification process has to take place before mycotoxins are absorbed; the microorganism has to be safe; the microbial additive has to be stable during storage and act rapidly in the digestive tract. When these requirements are fulfilled microorganisms represent an innovative way to counteract mycotoxins in animal feeds.
